
GCTGGAGGTGCTGTCATGGCCTGCCTCAACCCGGTGCCTAAACTCTACAGATCTGTAATTGAAGATGTAATTGAAGGAGT 
TC GG AAT C T ATTT GC T GAAGAAGGT AT AGAGG AAC AAGTTTT AAAAGAC TT G AAGC AGC T C T GGGAAAC C AAGGTTTTGC 
AGTCTAAAGCAACAGAAGACTTCTTCAGAAATAGCATCCAATCACCTCTGTTTACTCTTCAGTTGCCGCACAGCTTGCAC 
CAAACATTGCAATCGTCAACAGCATCATTAGTTATTCCTGCTGGTAGAACTCTTCCAAGTTTTACCACAGCAGAACTGGG 
CACTTCAAACTCCAGTGCAAACTTTACTTTTCCTGGTTATCCCATTCATGTACCAGCAGGTGTGACACTACAGACTGTAT 
CTGGTCACCTTTATAAAGTCAATGTACCAATTATGGTGACAGAGACTTCTGGAAGAGCAGGTATTCTTCAGCATCCAATT 
CAGCAAGTATTTCAACAGCTTGGCCAGCCTTCAGTAATACAAACTAGTGTTCCACAATTGAATCCATGGTCTCTTCAAGC 
AACTACTGAAAAATCACAGAGAATTGAAACCGTGCTACAGCAACCCGCAATTCTACCTTCTGGGCCAGTAGATAGGAAAC 
ACTTAGAAAATGCCACCAGTGATATACTTGTATCTCCTGGAAATGAGCATAAAATCGTGCCTGAAGCTTTGTTGTGTCAT 
CAGGAAAGTTCTCACTATATCAGTCTTCCAGGTGTTGTATTTTCTCCACAGGTCTCTCAAACAAATTCTGATGTGGAGTC 
AGTGCTCAGTGGTTCAGCTAGCATGGCTCAAAATCTGCATGATGAGTCCCTCTCCACAAGCCCTCATGGGGCTCTCCACC 
AGCACGTGACTGATATTCAGCTTCATATTCTTAAAAATAGGATGTATGGATGTGATTCTGTAAAGCAACCAAGAAATATA 
GAGGAACCCAGCAACATACCTGTATCAGAGAAGGATTCTAATTCTCAGGTGGATTTAAGCATTCGGGTTACTGATGATGA 
TATTGGTGAAATAATTCAAGTAGATGGAAGCGGTGATACATCTTCCAATGAAGAAATAGGAAGTACAAGAGATGCAGATG 
AGAATGAATTTCTAGGGAATATTGACGGGGGAGATCTGAAGGTACCTGAAGAAGAAGCTGACAGTATTTCAAATGAGGAT 
TCAGCCACAAACAGTAGTGATAATGAAGACCCTCAAGTAAACATTGTAGAAGAGGACCCTTTAAATTCTGGAGATGATGT 
TAGTGAACAGGATGTGCCAGACCTGTTTGACACGGATAATGTAATTGTCTGTCAGTATGATAAGATTCATCGAAGCAAGA 
ACAAATGGAAATTCTATTTGAAAGATGGTGTTATGTGTTTTGGAGGGAGAGACTATGTATTTGCAAAAGCCATTGGTGAT 
GCAGAGTGGTAAACCTTGTGAGCTCAGTACATCTATTTTGTGAACATCAGTTGGACTATATTGCATATTGTGAATTCATT 
TTTATTTTGAATATAGTCCAGCACAGAGCTGTTCAAATTTTTAGTTCACTGTATGGAATTTAATAAAATTATAATTCAGA 
TGCAGATACAATTACAC 
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STASLVIPAGRTLPSFTTAELGTSNSSANFTFPGYPIHVPAGVTLQTVSGHLYKVNVPIMVTETSGRAGILQHPIQQVFQ 
QLGOPSVIQTSVPQLNPWSLQATTEKSQRIETVLQQPAILPSGPVDRKHLENATSDILVSPGNEHKIVPEALLCHQESSH 
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SDNEDPQVNIVEEDPLNSGDDVSEQDVPDLFDTDNVIVCQYDKIHRSKNKWKFYLKDGVMCFGGRDYVFAKAIGDAEW 
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GGACTTTGGGACTGGACAGACCTGGTCACAGTCTAGGTTCTACATCTTACTGGTCGAGCAACTTTAGAGTCAACCTATTT 

GATTTCTTGACAAGACCACAATCTGATCCCAAAGATGTGCTCCACAAATCCAGGCAAATGGGTCACCTTTGATGATGATC 

CTGCTGTTCAATCTTCTCAAAAGTCAAAGAATTTTCCTCTGGAGAATCAAGGTGTCTGTAGACCAAATGGACTGAAGCTG 

AACCCTCCTGGCCTCAGGGAATTTCCCAGTGGATCTTCCTCCACCAGCAGCACTCCTCTCTCCTCCCCCATTGTAGATTT 

TTATTTCAGTCCAGGACCTCCAAGTAACTCTCCTCTTTCTACACCTACCAAAGACTTCCCAGGTTTTCCTGGCATCCCCA 

AAGCAGGGACTCATGTGCTTTATCCTATTCCAGAATCATCTTCAGACAGCCCACTCGCAATATCAGGAGGAGAATCTTCC 

TTACTGCCTACCAGACCAACATGTTTATCCCATGCCTTGTTACCCAGTGACCACTCATGTACACATCCAACTCCCAAAGT 

AGGTCTTCCAGATGAAGTTAATCCTCAACAGGCTGAAAGCCTAGGATTCCAAAGTGATGATCTCCCCCAGTTTCAGTATT 

TTCGAGAGGACTGTGCTTTTTCAAGTCCATTTCGGAAAGATGAAGGCAGTGATTCCCATTTCACCCTTGACCCACCAGGA 

AGCAAAAAGATGTTCTCATCAAGAAACAAGGAGATGCCTATTGACCAAAAAAGCCTAAATAAGTGTTCACTCAACTATAT 

CTGTGAGAAGCTTGAACATCTCCAGTCAGCTGAGAACCAAGACTCACTTAGAAGTTTGTCTATGCACTGTCTATGTGCTG 

AAGAAAATGCCTCTTCCTTTGTCCCCCACACACTCTTCAGGAGTCAGCCAAAATCCGGATGGTCTTTCATGCTGAGAATT 

CCTGAGAAGAAGAATATGATGTCTTCCCGGCAATGGGGACCAATTTTTCTGAAAGTTTTGCCTGGAGGAATTTTGCAGAT 

GTATTATGAACAGGGATTAGAAAAACCATTTAAAGAGATACAGCTTGATCCATATTGTAGGCTTTCTGAACCCAAGGTTG 

AGAACTTCAGTGTAGCAGGAAAAATCCACACTGTGAAGATTGAACATGTGTCTTACACAGAAAAAAGGAAATACCATTCT 

AAGACAGAAGTAGTTCATGAACCTGACATAGAGCAGATGCTGAAGTTGGGGTCCACATCGTACCATGACTTCCTTGACTT 

TCTGACTACTGTGGAGGAGGAGCTGATGAAGTTGCCAGCTGTTTCAAAACCAAAAAAGAACTACGAGGAGCAAGAAATTT 

CCTTGGAAATTGTGGACAACTTTTGGGGTAAAGTCACAAAAGAAGGAAAATTTGTTGAAAGTGCTGTGATAACTCAAATT 

TATTGCCTCTGCTTTGTGAATGGGAACCTGGAATGCTTTTTAACCTTGAATGACCTTGAGTTGCCGAAGCGAGATGAATC 

CTATTATGAGAAGGACTCAGAAAAAAAGGGGATTGATATTCTTGACTACCATTTTCATAAGTGTGTGAATGTACAAGAAT 

TTGAGCAATCAAGAATCATTAAGTTTGTACCTCTGGATGCCTGCCGGTTTGAGCTGATGCGTTTCAAGACTTTGTATAAT 

GGGGATAATCTTCCCTTTTCCTTGAAGTCTGTAGTGGTTGTCCAGGGAGCATACGTGGAACTTCAGGCTTTTGTCAACAT 

GGCCTCATTGGCGCAGAGGTCATCCTATGCTGGTTCCTTAAGGTCCTGTGACAATATAAGGATACACTTTCCTGTCCCAT 

CGCAGTGGATCAAGGCCCTTTGGACCATGAACCTLLAGAGGCAGAAGTCTCTGAAAGCTAAAATGAACCGCCGAGCATGT 

CTGGGGAGTTTACAGGAACTTGAATCTGAACCTGTCATTCAAGTCACTGTGGGGTCAGCAAAATATGAGAGTGCCTACCA 

GGCAGTGGTATGGAAGATAGATCGGCTTCCAGACAAAAATTCAAGTCTAGATCATCCCCATTGTCTGTCATACAAATTAG 

AGCTTGGATCAGACCAAGAAATTCCCTCTGATTGGTATCCATTTGCTACTGTTCAGTTTTCCGTGCCTGACACCTGTGCC 

TCAAGGACAGAGGTCAGGTCTCTGGGAGTGGAGAGTGATGTCCAGCCACAGAAACATGTTCAGCAGCGAGCTTGCTACAA 

CATCCAGCCTAAACTCTACAGATCTGTAATTGAAGATGTAATTGAAGGAGTTCGGAATCTATTTGCTGAAGAAGGTATAG 

AGGAACAAGTTTTAAAAGACTTGAAGCAGCTCTGGGAAACCAAGGTTTTGCAGTCTAAAGCAACAGAAGACTTCTTCAGA 

AATAGCATCCAATCACCTCTGTTTACTCTTCAGTTGCCGCACAGCTTGCACCAAACATTGCAATCGTCAACAGCATCATT 

AGTTATTCCTGCTGGTAGAACTCTTCCAAGTTTTACCACAGCAGAACTGGGCACTTCAAACTCCAGTGCAAACTTTACTT 

TTCCTGGTTATCCCATTCATGTACCAGCAGGTGTGACACTACAGACTGTATCTGGTCACCTTTATAAAGTCAATGTACCA 

ATTATGGTGACAGAGACTTCTGGAAGAGCAGGTATTCTTCAGCATCCAATTCAGCAAGTATTTCAACAGCTTGGCCAGCC 

TTCAGTAATACAAACTAGTGTTCCACAATTGAATCCATGGTCTCTTCAAGCAACTACTGAAAAATCACAGAGAATTGAAA 

CCGTGCTACAGCAACCCGCAATTCTACCTTCTGGGCCAGTAGATAGGAAACACTTAGAAAATGCCACCAGTGATATACTT 

GTATCTCCTGGAAATGAGCATAAAATCGTGCCTGAAGCTTTGTTGTGTCATCAGGAAAGTTCTCACTATATCAGTCTTCC 

AGGTGTTGTATTTTCTCCACAGGTCTCTCAAACAAATTCTGATGTGGAGTCAGTGCTCAGTGGTTCAGCTAGCATGGCTC 

AAAATCTGCATGATGAGTCCCTCTCCACAAGCCCTCATGGGGCTCTCCACCAGCACGTGACTGATATTCAGCTTCATATT 

CTTAAAAATAGGATGTATGGATGTGATTCTGTAAAGCAACCAAGAAATATAGAGGAACCCAGCAACATACCTGTATCAGA 

GAAGGATTCTAATTCTCAGGTGGATTTAAGCATTCGGGTTACTGATGATGATATTGGTGAAATAATTCAAGTAGATGGAA 

GCGGTGATACATCTTCCAATGAAGAAATAGGAAGTACAAGAGATGCAGATGAGAATGAATTTCTAGGGAATATTGACGGG 

GGAGATCTGAAGGTACCTGAAGAAGAAGCTGACAGTATTTCAAATGAGGATTCAGCCACAAACAGTAGTGATAATGAAGA 

CCCTCAAGTAAACATTGTAGAAGAGGACCCTTTAAATTCTGGAGATGATGTTAGTGAACAGGATGTGCCAGACCTGTTTG 

ACACGGATAATGTAATTGTCTGTCAGTATGATAAGATTCATCGAAGCAAGAACAAATGGAAATTCTATTTGAAAGATGGT 

GTTATGTGTTTTGGAGGGAGAGACTATGTATTTGCAAAAGCCATTGGTGATGCAGAGTGGTAAACCTTGTGAGCTCAGTA 

CATCTATTTTGTGAACATCAGTTGGACTATATTGCATATTGTGAATTCATTTTTATTTTGAATATAGTCCAGCACAGAGC 

TGTTCAAATTTTTAGTTCACTGTATGGAATTTAATAAAATTATAATTCAGATGCAGATACAATT 
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LSTPTKDFPGFPGIPKAGTHVLYPIPESSSDSPLAISGGESSLLPTRPTCLSHALLPSDHSCTHPTPITyGLPDEVNPQQA 
ESLGFQSDDLPQFQYFREDCAFSSPFRKDEGSDSHFTLDPPGSKKMFSSRNKEMPI DQKSLNKCSLNYICEKLEHLQSAE 
NQDSLRSLSMHCLCAEENASS FVPHTLFRSQPKSGWS FMLRI PEKKNMMSSRQWGPI FLKVLPGGI LQMYYEQGLEKPFK 
EIQLDPYCRLSEPKVENFSVAGKIHTVKIEHVS YTEKRKYHSKTEVVHEPDIEQMLKLGSTSYHDFLDFLTTVEEELMKL 
PAVSKPKKNYEEQEISLEIVDNFWGKVTKEGKFVESAVITQI YCLCFVNGNLECFLTLNDLELPKRDESYYEKDSEKKGI 
DILDYHFHKCVNVQEFEQSRI I KFVPLDACRFELMRFKTLYNGDNLPFSLKSVVWQGAYVELQAFVNMAS LAQRSS YAG 
SLRSCDNIRIHFPVPSQWIKALWTMNLQRQKSLKAKMNRRACLGSLQELESEPVIQVTVGSAKYESAYQAWWKIDRLPD 
KNSSLDHPHCLSYKLELGSDQEI PSDWYPFATVQFSVPDTCASRTEVRSLGVESDVQPQKHVQQRACYNIQPKLYRSVI E 
DVIEGVRNLFAEEGIEEQVLKDLKQLWETKVLQSKATEDFFRNS I OS PL FTLQLPHSLHQTLQSSTASLVI PAGRTLPS F 
TTAELGTSNSSANrTFPGYPIHVPAGVTLQTVSGHLYKVNVPIMVTETSGRAGILQHPIQQVFQQLGQPSVIQTSVPQLN 
PWSLQATTEKSQRIETVLQQPAILPSGPVDRKHLENATSDILVSPGNEHKIVPEALLCHQESSHYISLPGWFSPCVSQT 
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GC ATTC CCAAG AAGGACATC GTTT AAC AC C T AAAC T C ATTT AACAAAGGAT C C GAG AAGAAC AGGG AC AGT GT GGG AAG A 

AATCTTCTTCrrGATGGCATATTTGCTTCCTATATTTCTTCTGGAATCATGTTCGCTTGGCTTCCTGATTAAA^ 

TTTATTGCTCTCTGCACTGCCAAACCAATAAATTTACAGAAGAGAAAGCTGTATTCCACTGTACCCCTTGCAGCATCAAT 
AAAACTGACAGCC 
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